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Microbial contamination in meat collected from local

slaughterhouses In the Upper Northeastern region during 2018-2020

Katwadee Ko‘tphuvviangjl Rachanida Yingdon2

Abstract

The study of microbial contamination in 1,372 of meat samples collected from
slaughterhouses in the Upper Northeastern region during 2018-2020. The microbiological examination,
which included Total Plate Count, Coliforms, Escherichia coli, Enterococcus spp., Staphylococcus
aureus, and Salmonella spp. using international standard methods. By requiring that at least one
sample of meat found to be contaminated with microorganisms is deemed to fail the standard. When
comparing the microbial contamination during 2018-2020, the results were found nonstandard sample
at 30.40%, 30.81%, and 25.15%, respectively. According to the microbial contamination and the year of
sample collection was not significantly correlated (p>0.05). When comparing the 6 types of microbial
contamination to the province, it was significantly correlated (p<0.05). The results from Loei province
found the highest nonstandard sample at 49.18%, followed by Maha Sarakham Province 47.30% and
Nakhon Phanom Province 44.12%, while Kalasin Province found the lowest nonstandard sample at
8.89%. When comparing the microbial contamination to the kind of meat sample, found nonstandard
sample 34.21% in pork, followed by poultry meat 25.12% and beef 21.02%. By the result found that
nonstandard samples of pork was significantly higher than poultry meat and beef (p<0.05). According
to the kind of meat it was significantly correlated to 4 type of microbial contamination, including Total
Plate Count, Coliforms, Enterococcus spp., and Salmonella spp. (p<0.05). From the results of this study,
the data can be used to improve and develop slaughterhouses and reducing contamination during the

meat processing in the slaughterhouse more efficiently.

Keywords: Microbial contamination, meat, slaughterhouse, the Upper Northeastern region
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